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C disease.. In contrast, very low meningococcal disease
has been recorded in Japan and Taiwan in recent years,
mostly caused by local clones (expressing B serogroup).
Scarce data of disease incidence indicate moderate endemic
incidence levels of up to 2 yearly cases/100,000 inhabi-
tants in some near-eastern countries. Saudi Arabia reveals
an interesting epidemiology, with usually low endemic dis-
ease rates disrupted by outbreaks in Mecca during the
Hajj pilgrimage in certain years, most recently caused by
serogroup W-135 in 2000 and 2001. Almost nothing is known
of disease in South-East Asia and some regions of Central
Asia.
Conclusions: Scarce data from most regions make Asian
meningococcal disease epidemiology poorly understood.
Yet, from the available data, trends in the different regions
of Asia appear highly variable. Increasing mobility of man
and recent global changes in the epidemiological pattern of
meningococcal disease demand a comprehensive meningo-
coccal disease surveillance to understand meningococcal
disease globally and prepare for intervention strategies, ide-
ally with broad protection by vaccination.
doi:10.1016/j.ijid.2008.05.1193
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Background: Clostridium difﬁcile remains the leading
cause of nosocomial-acquired diarrhea. The number of out-
breaks of Clostridium difﬁcile-associated diarrhea (CDAD)
that are severe or fulminant has risen markedly in many
North American and European hospitals since 2003 despite
breakthroughs in clinical diagnosis, effective treatments and
infection control programs. However, there is still a paucity
of epidemiological data on CDAD in China.
Methods: A 1-year prospective study of C. difﬁcile infec-
tions was conducted in Huashan hospital in order to obtain
an overview of the phenotypic and genotypic features of
clinical isolates of C. difﬁcile.
Results: Of 58 isolates from diarrhoeagenic patients with
suspected CDAD, 46 were toxigenic: 36 were positive for
both toxins A and B, and 10 were toxin A-negative toxin
B-positive. All strains were binary toxin negative. The min-
imum inhibitory concentrations of 12 antimicrobial agents
were determined using the agar dilution method. All strains
were fully susceptible to metronidazole, vancomycin,
meropenem and piperacillin/tazobactam. Resistance to
moxiﬂoxacin, ciproﬂoxacin, levoﬂoxacin, erythromycin,
clindamycin, tetracycline, rifampin, fusidic acid was found
in 41.4%, 100%, 50%, 72.4%, 72.4%, 34.5%, 24.1% and
6.9% of the isolates, respectively. Co-resistance to ery-
thromycin, tetracycline and moxiﬂoxacin was found in
12 strains. Resistance to moxiﬂoxacin or tetracycline was
associated with resistance to erythromycin. Ten differ-
ent ribotypes were identiﬁed by PCR, with four ribotypes
(SH I, SH II, SH III and SH IV) accounting for 66.7% of
the strains. None of them was the same as the strain
BI/NAP/027.
Conclusion: The present study is the ﬁrst China survey of
C. difﬁcile isolates from patients with CDAD. Ongoing epi-
demiological surveillance of cases of CDAD is required to
detect clustering of cases and to monitor the emergence of
speciﬁc highly virulent clones in China.
doi:10.1016/j.ijid.2008.05.1194
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Background: Salmonella is transmitted through infected
food from animals or infected humans or infected sub-
jects. Its culture time is between 6—72 hours. This study
aims to give a detailed description of massive gastroen-
teritis infection due to Salmonella enteritidis (S.e.) in the
prefecture of Magnesia among people of all ages and to
evaluate the medical services of the Achillopoulio General
Hospital of Volos (AGHV) in the instance of an emergency
incident.
Materials and Methods: S.e. was transmitted to church
goers of memorial services on the 23/5/04 due to con-
sumption of infected boiled wheat that originated from the
same patisserie and had the same infected ingredients. The
collection of the necessary information was made mainly
through the record books of the A&E, the microbiology
laboratory, the hospital inﬂammation committee and the
admission centre of the AGHV.
Results: 430 people (0—86 yo) with symptoms of gas-
troenteritis sought medical help at the AGHV with more
than 500 visits in total between 23—26/05/04. 387 of these
patients took part in the current study aged over 15 yo, res-
idents mainly of the city of Volos (70%). 103 (26.6%) patients
were hospitalized specially of the ages over 60yo (39%). The
patients sought medical help mainly on the second 24 h since
the consumption of the infected food which is in agree-
ment with the big size of the number of admissions on the
24/5/04 (53%). Median hospitalization time was 1—2 days
(56.9% while only 5% needed to stay in the hospital for over
5 days. Patients who had had stool culture did not stay longer
than 3—4 days.
Conclusions: The emergency incident put the AGHV
personnel in a test to which they responded efﬁciently,
promptly and successfully even though there was a system
overload. It is also proven that in situations like these the
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Background: Extended-spectrum beta-lactamase (ESBL)-
producing Escherichia coli is an emergent cause of urinary
tract infections in nonhospitalized patients in different
countries. The aim of this study was the molecular char-
acterization of ESBL-producing E. coli strains isolated from
urine of outpatients in Zagreb region.
Materials and Methods: During the ﬁve-month study
period a total of 2, 451 E. coli strains were isolated from
urine of nonhospitalized patients with signiﬁcant bacteri-
uria. ESBL production was detected by double-disk diffusion
technique and by < 3-dilution reduction in the minimal
inhibitory concentration of ceftazidime in the presence of
clavulanate. A total of 39 ESBL-producing E. coli strains
(1.59%) were collected and characterised. Molecular relat-
edness between the strains was analyzed by pulsed-ﬁeld gel
electrophoresis (PFGE) and isolates were considered to be
genetically related if the Dice coefﬁcient correlation was
> 80%. Beta-lactamases were characterized by isoelectric
focusing, substrate proﬁle determination, polymerase chain
reaction and sequencing of blaSHV genes. PCR products were
subjected to PCR Nhe test to distinguish between SHV-1 and
SHV-ESBL. Plasmids were extracted by alkaline lysis method
and digested with EcoR1 enzyme.
Results: Chromosomal DNA analysis by PFGE exhibited
a great genomic similarity among ESBL strains. The Dice
coefﬁcient of similarity for 25 strains was equal or more
than 83.49%. All strains produced a beta-lactamase with
the isoelectric point of 8.2. Enzymes produced by the
strains antagonized the activity of the disks containing cef-
tazidime, cefotaxime, ceftriaxone and aztreonam but not
cefoxitin and imipenem. All strains yielded an amplicon
with primers speciﬁc for SHV beta-lactamases. PCR Nhe
test demonstrated SHV-ESBL in all tested strains. Fifteen
strains possessed an additional TEM beta-lactamase. No
CTX-M beta-lactamases was found. Based on sequencing of
blaSHV genes enzymes of ﬁve strains were identiﬁed as SHV-
5 beta-lactamase which conferred on the producing isolates
high level of ceftazidime and aztreonam resistance. Muta-
tions at the Ambler positions 238 and 240 were found in all
gene sequences. The blaSHV genes were encoded on related
plasmids which also carried resistance genes for aminoglyco-
sides. Plasmids were assigned to nine ﬁngerprinting patterns
(A-F).
Conclusion: The study demonstrated community-
associated emergence of clonally related SHV-5
beta-lactamase-producing E. coli strains. Other stud-
ies on ESBLs in the outpatient populations reported CTX-M
ESBLs to be most prevalent in the community setting. The
fact that the strains were clonally related, that produced
the same type of ESBL and that the high proportion of
strains were resistant to aminoglycosides which are not
prescribed outside of hospitals, could indicate the possible
food origin of ESBL E. coli strains.
doi:10.1016/j.ijid.2008.05.1196
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Background: In the past 4 years the number of patients
diagnosed with botulism has increased in Bihor county, sit-
uated in the western region of Romania. The hospitalized
cases presented medium and severe forms, fortunately not
leading to death due to timely administration of antitoxic
serum. Meat and vegetables products (cans) are incrim-
inated as a source of infection, being manipulated in
conditions of deﬁcient hygiene.
Methods: We conducted a retrospective clinico-
epidemiological study of botulism cases hospitalized in
Bihor county during 2004—2007. Diagnosis was based on
clinical signs, epidemiological data and in a small number of
cases (6) on identifying botulinum toxin through biological
tests.
Results: In the period 2004—2007, 29 persons were diag-
nosed with botulism in Bihor county (4.83% inhabitants),
with an almost equal distribution on sexes, mostly adults
- 22 cases (75%). Clinical forms of disease were: mild - 7
cases (24%), moderate - 13 cases (44.5%) and severe - 9
cases (31.5%). The frequently encountered symptoms were:
mydriasis, xerostomia, diplopia, palpebral ptosis, dyspho-
nia, digestive disorders, in severe forms respiratory muscles
paralysis with respiratory failure. Administration of bivalent
antitoxin A+B immediately after admission and supportive
care stopped paralyses’ progression and prevented death.
The source of infection was identiﬁed in 93% of consumers,
consisting in smoked ham, other home-made meat dishes
and vegetable cans. In the close vicinity of those households
or rural areas, bovines and equines are reared, which are
intestinal carriers of Clostridium botulinum.
Conclusion: The preparation of vegetable cans and keep-
ing of smoked meat products in unhygienic conditions in
the presence of vectors (ﬂies, cockroaches) is the cause of
botulism cases in Transylvania. This traditional practice is
interwoven with the economical rationale of impoverished
Romanian peasants, who should, however, respect alimen-
tary hygiene.
doi:10.1016/j.ijid.2008.05.1197
